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Respective contribution of PatA/PatB and PmrA in fluoroquinolone
resistance in clinical isolates of Streptococcus pneumoniae
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MICs of CIP and NOR for each strain measured without or with reserpine and in disruptants for patA,
patB, or pmrA
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Clinical strains showing a phenotype
suggestive of efflux were selected from a
large collection of SP isolates obtained
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